PLAZA workshop 2026
Functional annotation
Topics Covered 
In these exercises, you will learn how to search the PLAZA platform for specific gene functions using keyword searches, utilizing the Gene Ontology and InterPro protein domains. You will compare the results of different search functions and use gene family information to study gene function across different green plants and algae.
Exercises
Part 1: Searching the PLAZA platform for a specific gene function

1. Perform a keyword search to identify histone H4 genes. For the species Arabidopsis thaliana, Vanilla planifolia, and Chlamydomonas reinhardtii: provide the number of genes found. [Search bar  Filter table]
2. Repeat by searching for the InterPro term associated with histone H4. How many genes do you recover for these 3 species? [Search bar  GO/InterPro/MapMan description ; Tip : sort the search results] 
· There are 2 ways to get the gene-list (Pie-Chart vs Gene-Table); explain the difference in results (Optional question).
3. Starting from the InterPro Histone H4 page, can you identify how many gene families contain histone H4 genes? [Toolbar  View the associated gene families]
· Based on the presented gene counts of the gene families, what is the most likely correct histone H4 gene family? 
4. For this histone H4 gene family, generate a genome mapping view to determine how many of these genes are located in tandem duplicate clusters in Triticum aestivum.
· Option 1: [Gene family page  View Whole Genome Mapping  Select species of interest; Tip: select ‘gene duplication information’]
· Option 2: [Gene family page  Tandem/block/both gene percentage]


Part 2: Browsing PLAZA and exploring the GO annotations and evidences for a specific gene
1. Starting from the Arabidopsis thaliana SOG1 gene, which GO term is radiation associated?   
· What is the evidence code used to associate the GO term with SOG1?
· For this GO term, how many species contain genes with this GO term based on Primary GO data? [GO page  Adjust Species Distribution]. How many genes are annotated with this GO term using Primary GO data?[General information] 

2. Starting from the Arabidopsis thaliana SOG1 gene, search for the ortholog of the gene in Marchantia polymorpha. 
· What is the evidence code used to annotate the ortholog with the same GO term from question 1?  [Gene page  View Orthologs] 
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